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mutations, embryonic peripheral nervous system de- 
velopment in Drosophila melanogaster, 1663 
Pelement insertions in cloned genes of Drosophila 
melanogaster, inverse PCR screen for, 757 
transposition, transposase-induced gap repair in Dro- 
sophila, inverted-repeat-binding protein in, 1321 
Perspectives 
Cold Spring Harbor Phage Course (1945-1970): a 
50th anniversary remembrance, 1101 
early days of gel electrophoresis, 1 
fifties and the renaissance in human and mammalian 
cytogenetics, 489 
vicious circles: looking back on resistance plasmids, 
1465 
Petromyzon marinus, mitochondrial DNA, complete nu- 
cleotide sequence, 873 
Phenotype, hyper-deletion phenotype of Saccharomyces 
cerevisiae hpr1A mutation, extragenic suppressors 
of, 57 
Physarum polycephalum, homologous gene replacement 
in, 147 
Plantago coronopus, inheritance of male sterility in 
cytoplasmic variation, 1749 
nuclear (restorer) genetic variation, 1759 
Plasmids, vicious circles: looking back on resistance 
plasmids (Perspectives), 1465 
Plasmodium gallinaceum, susceptibility of Aedes aegypti to, 
RFLP mapping of QTLs for, 1711 
Plasticity, amcng-environment heteroscedasticity and 
genetic autocorrelation, 1815 
Polar body and oocyte typing, in gene-centromere map- 
ping, 1091 
Polymerase chain reaction (PCR), inverse, P-element 
insertions in cloned genes of Drosophila melano- 
gaster, 757 
Polymorphism 
restriction fragment length. See Restriction fragment 
length polymorphism 
weak selection at “‘silent’’ sites in Drosophila DNA, 
1067 
Polyploidy, effect on meiotic chromosome segregation 


in Saccharomyces cerevisiae, 1511 


Population 
dioecious, inbreeding effective population number, 
473 
effective population size 
populations under selection, 1013 
populations with overlapping generations, tempo- 
ral allele frequency change and, 1077 
populations with separate sexes, 1007 
genetic population structure and gene flow in Atlan- 
tic cod, RFLP and allozyme variation, 375 
identity by descent in island-mainland populations, 
429 
population genetics of speciation, evolution of hybrid 
incompatibilities, 1805 
population subdivision based on microsatellite allele 
frequencies, 457 
Progeny testing, mapping QTLs for milk production in 
dairy cattle, 907 
Promotors, promotor elements in Drosophila melanogas- 
ter, 1359 
Pseudogene, 421 
Pythium sylvaticum, meiotic instability of, 1233 


QTL. See Quantitative trait loci 
Quantitative genetics 
bottleneck effects on genetic variance for courtship 
repertoire, 365 
mutation accumulation in Drosophila, 767 
response to competitors in Nemophila menziesii, 397 
4x-2x hybrid populations with first division restitution 
and second-division restitution 2m gametes pro- 
duced by diploid parents, 1797 
Quantitative trait loci (QTL) 
contribution to genetic variances and covariances 
among quantitative traits in random mating pop- 
ulations, 445 
mapping, nonparametric approach, 1421 
mapping bristle QTLs in Drosophila melanogaster, 1273 
mapping QTLs for milk production in dairy cattle, 
907 
mapping QTLs in Populus, 963 
RFLP mapping of QTLs for malaria parasite suscepti- 
bility in Aedes aegypti, 1711 


Random amplified polymorphic DNA (RAPD) markers, 
linkage map of honey bee, 1371 
Reciprocality, clustered exchanges by RecBCD pathway 
of E. coli phage lambda, 1107 
Recombination 
clustered exchanges by RecBCD pathway of E. coli 
phage lambda, 1107 
conjugational recombination in E. coli, 1123 
conservative (two-progeny) DNA double-strand break 
repair, 5 
homologous recombination pathways in Saccharo- 
myces cerevisiae, 45 
inverted and direct DNA repeat recombination in 
Saccharomyces cerevisiae, RAD genes in, 109 
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meiotic, MREII and RAD50 interaction in DNA re- 
pair and meiosis-specific double-strand break 
formation in Saccharomyces cerevisiae, 1521 
meiotic recombination in sep] mutant, 495 
mismatch repair and homeologous recombination in 
Saccharomyces cerevisiae, 1175 
modeling interference in genetic recombination, 
1031 
modulation of Saccharomyces cerevisiae DNA double- 
strand break repair by SRS2 and RAD51, 1189 
P-element-induced male recombination in Drosophila 
melanogaster, 1601 
reciprocal, during meiosis in Saccharomyces cerevisiae, 
cis-acting determinants affecting, 1159 
transduction, restriction and recombination patterns 
in E. coli, 35 
Replication 
coliphage lambda DNA repiication, host initiator 
function dnaA in, 1469 
in recA polA mutants, 1483 
Reproductive fitness 
inbreeding depression in laboratory populations of 
Drosophila melanogaster, 255 
rate of inbreeding depression in Drosophila melanogas- 
ter, 287 
Restriction, transduction, restriction and recombina- 
tion patterns in E. coli, 35 
Restriction fragment length polymorphism 
genetic population structure and gene flow in Atlan- 
tic cod, 375 
mapping QTLs for malaria parasite susceptibility in 
Aedes aegypti, 1711 
Retrotransposable elements 
rates of RJ and R2 evolution, 685 
vertical transmission of R/ and R2 during evolution 
of Drosophila melanogaster, 671 
Retrotransposon 
gypsy, su(Hw) transcriptional regulation of, 215 
timing of Ty? transposition in mating yeast popula- 
tions, 81 
Retrovirus, gypsy transposition/infectivity in Drosophila 
melanogaster, flamenco control of, 697 
RFLP. See Restriction fragment length polymorphism 
RNA, nuclear, tandem repeats in Drosophila melanogaster 
Hsr-omega nuclear RNA, 1611 


Saccharomyces cerevisiae 

complete set of marked yeast telomeres for physical 
mapping and cloning, 125 

DNA double-strand break repair, modulation by SRS2 
and RAD51, 1189 

extragenic suppressors of hyper-deletion phenotype 
of Saccharomyces cerevisiae hpr1A mutation, 57 

Gcrlp-Gcr2p complex, 511 

homologous recombination pathways in, 45 

inverted and direct DNA repeat recombination in, 
RAD genes in, 109 


meiosis, centromere function, sister-chromatid cohe- 
sion, and reciprocal recombination during, 1159 
meiotic chromosome pairing in triploid and tetra- 
ploid Saccharomyces cerevisiae, 1511 
meiotic recombination in sep] mutant, 495 
mismatch repair and homeologous recombination 
in, 1175 
MREI1 and RAD50 interaction in DNA repair and 
meiosis-specific double-strand break formation 
in, 1521 
mutations affecting donor preference during mating 
type interconversion, 1495 
Rox] repressor of hypoxic genes, auto-repression of, 
1149 
SIS2 overexpression and gene expression in sit4 mu- 
tants, 95 
SPT7 gene in transcription, 523 
test of a counting model for chiasma interference, 
1201 
timing of Ty? transposition, 81 
Sea lamprey, mitochondrial DNA, complete nucleotide 
sequence, 873 
Selection 
effective population size, populations under selec- 
tion, 1013 
effects of selection in partial full-sib mating, 439 
weak selection at “‘silent’’ sites in Drosophila DNA, 
1067 
Self-incompatibility, sporophytic, origin of, 975 
Sequence analysis 
evolutionary analyses of DNA sequences subject to 
constraints on secondary structure, 1429 
promotor elements in Drosophila melanogaster, 1359 
Sequence databases, poly(dC) segments and cloning 
artifacts in databases (letter), 487 
Sequence tagged sites, physical map of X chromosome 
of Drosophila melanogaster, 1631 
Sex determination 
Drosophila melanogaster 
genetic interactions with ovo”, screen for new germ- 
line sex determination genes, 713 
*“*male-lethal”’ insertions in Sex-lethal (Sxl) gene, 631 
fog-3 and germ-cell fate in Caenorhabditis elegans, 561 
gld-1 gene of Caenorhabditis elegans, 579 
Sexual differentiation, Drosophila melanogaster females, 
intersex gene function and action, 1649 
Signal transduction 


decapentaplegic (dpp) signaling pathway in Drosophila, 
241 


Drosophila wingless gene signaling activities, 309 

ethylene signal transduction in Arabidopsis thaliana, 
1393 

let-2+mediated signaling in Caenorhabditis elegans, sli- 
1 (suppressor of lineage defect) regulation, 1553 

Mothers against dpp (MAD) gene in Drosophila melano- 
gaster, 1347 

Sister-chromatid cohesion, during meiosis in Saccharo- 


myces cerevisiae, cis-acting determinants affecting, 
1159 
Size, effective. See Effective population size 
Sodium channels, in Drosophila melanogaster, tempera- 
ture-sensitive paralytic mutations affecting, tipE 
cytogenetics and molecular localization, 1679 
Space-time model, for evolution of DNA sequences, 993 
Speciation, population genetics, evolution of hybrid in- 
compatibilities, 1805 
Spermatogenesis 
fog-3 and germ-cell fate in Caenorhabditis elegans, 561 
62-tubulin structure and function in Drosophila mela- 
nogaster, 267 
Sperm displacement, in Drosophila melanogaster, acces- 
sory gland protein loci and, 189 
Spisula ovalis, allozyme-associated heterosis in, 1719 
Sporophytic self-incompatibility, origin of, 975 
Stem regions, evolutionary models for, 1429 
Stepwise mutation model, genetic distance, 463 
Sterility, male, inheritance in Plantago coronopus 
cytoplasmic variation, 1749 
nuclear (restorer) genetic variation, 1759 
Synaptonemal complex (sc) formation, in triploid and 
tetraploid Saccharomyces cerevisiae, 1511 


Telomere, complete set of marked yeast telomeres for 
physical mapping and cloning, 125 
Telomere position effect, yeast telomere-specific factor, 
67 
Temperature, -sensitive paralytic mutations affecting so- 
dium channel function in Drosophila melanogaster, 
tipE cytogenetics and molecular localization, 
1679 
Tetrad analysis, half-tetrad analysis for mapping ros mu- 
tation in zebrafish, 1727 
Transcription 
aberrant splicing and transcription termination by P 
element insertion into intron of Drosophila gene, 
327 
gypsy, su(Hw) regulation of, 215 
Sex combs reduced (Scr) transcription during Drosophila 
embryogenesis, 781 
SPT7 gene in, 523 
telomere position effect, yeast telomere-specific fac- 
tor, 67 
Ty3, in mating yeast populations, 81 
Transduction, transduction, restriction and recombina- 
tion patterns in E. coli, 35 
Transformation 
ectopic integration of transforming DNA among Neu- 


rospora transformants selected for gene replace- 
ment, 1533 
Neurospora crassa, nuclear competence, 1545 
Transforming growth factor-6, genetic enhancers of de- 
capentaplegic (dpp) signaling pathway in Drosoph- 
ila, 241 
Transposable element 
Ac/Ds transposable-element family in grasses, 1411 
Pelement. See P element 
vertical transmission of RJ and R2 during evolution 
of Drosophila melanogaster, 671 
Transposition 
germinal transposition of maize element Dissociation 
(Ds) in tomato, 407 
gypsy transposition /infectivity in Drosophila melanogas- 
ter, flamenco control of, 697 
P-element, transposase-induced gap repair in Drosoph- 
ila, inverted-repeat-binding protein in, 1321 
timing of Ty? transposition in mating yeast popula- 
tions, 81 
Transposons. See also Transposable elements 
behavior and regulation of Mu transposons in maize, 
1777 
germinal transposition of maize element Dissociation 
(Ds) in tomato, 407 
Transvection, iab-5,6,7 transvection in Drosophila, 815 
Tree, mapping QTLs in Populus, 963 
62-Tubulin, structure and function in Drosophila melano- 
gaster, 267 
Ubiquitin proteins, in Arabidopsis thaliana ecotype Co- 
lumbia, genes encoding, 921 
Visual system, Drosophila melanogaster, mutations in larval 
photokinesis A (lphA) gene and, 1623 
Vulval induction, /et-2?mediated signaling in Caenorhab- 
ditis elegans, sli-1 (suppressor of lineage defect) 
regulation, 1553 
Weight gain, interval mapping of high growth (hg) locus 
in mice, 1737 
X chromosome 
Drosophila melanogaster, physical map, 1631 
Drosophila white gene dosage compensation, 733 
Yeast 
Saccharomyces cerevisiae. See Saccharomyces cerevisiae 
telomere-specific factor, 67 
timing of Ty3 transposition in mating yeast popula- 
tions, 81 
Zebrafish, half-tetrad analysis, mapping ros mutation 
and centromere of linkage group I, 1727 
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